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<!— StartFragment— >US-10-525-318-ll 
Sequence 11, Application US/10525318 
Publication No. US20060112447A1 
GENERAL INFORMATION: 
APPLICANT: Monsanto Technology LLC 
APPLICANT: Romano, Charles P 
APPLICANT: Bogdanova, Natalia N 

TITLE OF INVENTION: Nucleotide Sequences Encoding CrylBb Proteins for Enhanced Expression in 
TITLE OF INVENTION: Plants 
FILE REFERENCE: 38-21(15414) 
CURRENT APPLICATION NUMBER: US/10/525,318 
CURRENT FILING DATE: 2005-02-23 
PRIOR APPLICATION NUMBER : 60/407,428 
PRIOR FILING DATE: 2002-08-29 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 11 
LENGTH: 5170 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION : fully synthetic expression cassette 
FEATURE : 

NAME/KEY: promoter 
LOCATION: (26) . . (640) 
OTHER INFORMATION: P-e35S 
FEATURE : 
NAME/KEY: 5 1 UTL 
LOCATION: (665) . . (735) 
OTHER INFORMATION: L-Ta.CAB 
FEATURE: 

NAME/KEY: Intron 
LOCATION: (749) . . (1239) 
OTHER INFORMATION: I-Os.ACTl 
FEATURE: 
NAME/ KEY : CDS 
LOCATION: (1241) . . (4930) 
OTHER INFORMATION: CrylBb variant 
FEATURE: 

NAME/KEY : transcription_termination_sequence 
LOCATION: (4931) . . (4936) 
OTHER INFORMATION: miscellaneous 
FEATURE : 

NAME/KEY: polyadenyla t ion sequence 
LOCATION: (4937) . . (5170) 
OTHER INFORMATION: T-Ta.hsp70 
US-10-525-318-11 

Query Match 100.0%; Score 1797; DB 11; Length 5170; 

Best Local Similarity 100.0%; Pred. No. 7.1e-142; 

Matches 17 97; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 60 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I 
ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 1306 

AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 12 0 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I 
AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 1366 

GCGGAGGTCAACAAC ATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGC ATCAAC 180 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GCGGAGGTCAACAAC ATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGC ATCAAC 1426 

ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 240 
I I I I I I I I II i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I II I I I I I I I I 
ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 1486 

TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 300 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 1546 

GAGCACGTCGAGCAGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 360 
I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I 1 I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I 
GAGCACGTCGAGC AGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 1606 



Qy 


1 


Db 


1247 


Qy 


61 


Db 


1307 


Qy 


121 


Db 


1367 


Qy 


181 


Db 


1427 


Qy 


241 


Db 


1487 


Qy 


301 


Db 


1547 
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Qy 


361 


GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 


420 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 I It 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 




Db 


1607 


GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 


1666 


Qy 


421 


CTGGACAACCGCAACGACGCACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 


480 






1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 II 1 II 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 ! 




Db 


1667 


CTGGACAACCGCAACGACGCACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 


1726 


Qy 


481 


GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 


540 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1727 


GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 


1786 


Qy 


541 


CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 


600 






II 1 1 1 1 1 tl 1 1 i 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 




Db 


1787 


CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 


1846 


Qy 


601 


TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 


660 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 1 




Db 


1847 


TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 


1906 


Qy 


661 


CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 


720 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


1907 


CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 


1966 


Qy 


721 


CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 


780 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1967 


CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 


2026 


Qy 


781 


CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 


840 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 II 1 1 1 1 1 1 1 II 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2027 


CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 


2086 


Qy 


841 


AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 


900 






1 1 1 II 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 




Db 


2087 


AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 


2146 


Qy 


901 


CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 


960 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2147 


CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 


2206 


Qy . 


961 


GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 


1020 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


2207 


GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 


2266 


Qy 


1021 


TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 


1080 






1 1 1 IN 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II 1 1 1 1 \ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


2267 


TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 


2326 


Qy 


1081 


AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 


1140 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2327 


AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 


2386 


Qy 


1141 


TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 


1200 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


2387 


TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 


2446 


Qy 


1201 


GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 


1260 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 




Db 


2447 


GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 


2506 


Qy 


1261 


TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 


1320 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2507 


TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 


2566 


Qy 


1321 


GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 


1380 






1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1.1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 




Db 


2567 


GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 


2626 


Qy 


1381 


CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 


1440 






J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 If 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2627 


CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 


2686 


Qy 


1441 


CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 


1500 






1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 II 1 1 1 




Db 


2687 


CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 


2746 



http://es/ScoreAccessWeb/Get!tem.action?AppId= 1 05253 1 8&seqld=09323b67802347d2... 6/28/2007 



SCORE Search Results Details for Application 10525318 and Search Result 20070605J... Page 3 of 10 



Qy 1501 CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 1560 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 2747 CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 2806 

Qy 1561 GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 1620 

I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I ! I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 2807 GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 2866 

Qy 1621 TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 1680 

I I I I I I I I I I I I I I I I I I I I I I I.I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 2867 TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 2926 

Qy 1681 CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 17 40 

I I I I I I I II I I I I I I 1 I I I I I I I I I I I I I I I t I I I I I I I I I I I I I I I I I I I I I 1-1 I I I I I 
Db 2927 CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 2986 

Qy 1741 ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 17 97 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 2987 ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 3043 



RESULT 3 

US-10-525-318-13 

; Sequence 13, Application US/10525318 

; Publication No. US20060112447A1 

; GENERAL INFORMATION: 

; APPLICANT: Monsanto Technology LLC 

APPLICANT: Romano, Charles P 

APPLICANT: Bogdanova, Natalia N 

TITLE OF . INVENTION : Nucleotide Sequences Encoding CrylBb Proteins for Enhanced Expression in 
; TITLE OF INVENTION: Plants 
; FILE REFERENCE: 38-21(15414) 
; CURRENT APPLICATION NUMBER: US/10/525,318 
; CURRENT FILING DATE: 2005-02-23 
; PRIOR APPLICATION NUMBER: 60/407,428 
; PRIOR FILING DATE: 2002-08-29 
; NUMBER OF SEQ ID NOS : 14 
; SOFTWARE: Patentln version 3.1 
; SEQ ID NO 13 

LENGTH: 5600 

TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION:, fully synthetic expression cassette 
FEATURE: 

NAME/KEY: promoter 
LOCATION: (26).. (640) 
OTHER INFORMATION: P-e35S 
FEATURE : 
NAME/KEY: 5 ' UTL 
LOCATION: (665) .. (735) 
OTHER INFORMATION: L-Ta.CAB 
FEATURE: 

NAME/KEY: Intron 
LOCATION: ( 7 4 9 ) . . ( 12 3 9 ) 
OTHER INFORMATION: I-Os.ACTl 
FEATURE: 

NAME/KEY: Transi t_pept ide 
LOCATION: ( 1255) ..( 1401 ) 
OTHER INFORMATION: TP-Zm.rbcs 
FEATURE: 

NAME/KEY: Intron 
LOCATION: ( 14 02 ) . . ( 1564 ) 
OTHER INFORMATION: I-Zm.rbcs 
; FEATURE : 

NAME/KEY: transit_peptide 
LOCATION: (1565) .. (1651) 
OTHER INFORMATION: TP-Zm.rbcs 
FEATURE : 

NAME/KEY: CDS ' 

LOCATION: ( 1652) .. (5341) 

OTHER INFORMATION: CrylBb variant 

FEATURE: 

NAME/KEY: transcription termination sequence 

LOCATION: (5342) . . (5347) 

OTHER INFORMATION: miscellaneous 
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FEATURE: 

NAME/KEY: polyadenylat ion sequence 
LOCATION: (5350) . . (5592) 
OTHER INFORMATION: T-Os.LDH 
US-10-525-318-13 



Query Match 100.0%; Score 1797; DB 11; Length 5600; 

Best Local Similarity 100.0%; Pred. No. 6.9e-142; 

Matches 17 97; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


l 


ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 


60 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 I 1 1 1 1 II 1 1 1 1 II 1 1 1 I 1 1 1 




Db 


1658 


ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 


1717 


Qy 


61 


AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 


120 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1718 


AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 


1777 


Qy 


121 


GCGGAGGTCAACAACATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGCATCAAC 


180 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1778 


GCGGAGGTCAACAACATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGCATCAAC 


18 37 


Qy 


181 


ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 


240 






1 1 1 1 1 1 1 t 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


1838 


ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 


1897 


Qy 


241 


TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 


300 






1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 II 1 1 1 1 1 I 1 1 1 1 1 




Db 


1898 


TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 


1957 


Qy 


301 


GAGCACGTCGAGCAGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 


360 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 M II -1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 11 1 1 1 II II II 




Db 


1958 


GAGCACGTCGAGCAGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 


2017 


Qy 


361 


GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 


420 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 ! 1 1 1 1 1 




Db 


2018 


GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 


2077 


Qy 


421 


CTGGACAACCGCAACGACGCACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 


480 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 "l 1 1 1 1 




Db 


2078 


CTGGACAACCGCAACGACGCACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 


2137 


Qy 


481 


GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 


540 






1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 




Db 


2138 


GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 


2197 


Qy 


541 


CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 


600 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2198 


CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 


2257 


Qy 


601 


TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 


660 






II 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


2258 


TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 


2317 


Qy 


■ 661 


CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 


720 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 




Db 


2318 


CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 


2377 


Qy 


721 


CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 


780 






1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 




Db 


2378 


CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 


2437 


Qy 


781 


CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 


840 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2438 


CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 


2497 


Qy 


841 


AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 


900 






1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2498 


AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 


2557 


Qy 


901 


CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 


960 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2558 


CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 


2617 


Qy 


961 


GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 


1020 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
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Db 


2618 


GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 


2677 


Qy 


1021 


TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 


1080 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2678 


TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 


2737 


Qy 


1081 


AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 


1140 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ i 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 




Db 


2738 


AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 


2797 


Qy 


1141 


TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 


1200 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2798 


TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 


2857 


Qy 


1201 


GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 


1260 


Db 


2858 


1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 


2917 


Qy 


1261 


TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 


1320 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2918 


TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 


2977 


Qy 


1321 


GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 


1380 






1 1 1 I.I 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


2978 


GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 


3037 


Qy 


1381 


CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 


1440 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 If 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3038 


CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 


3097 


Qy 


1441 


CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 


1500 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 t 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


3098 


CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 


3157 


Qy 


1501 


CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 


1560 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 




Db 


3158 


CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 


3217 


Qy 


1561 


GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 


1620 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 I 1 1 1 1 1 1 




Db 


3218 


GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 


3277 


Qy 


1621 


TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 


1680 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3278 


TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 


3337 


Qy 


1681 


CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 


1740 






1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 




Db 


3338 


CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 


3397 


Qy 


1741 


ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 17 97 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II J 1 1 1 1 1 1 1 




Db 


3398 


ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 3454 


RESULT 


4 






US-10- 


525-318- 


-5 




; Sequence 5, 


Application US/10525318 




; Publication 


No. US20060112447A1 





GENERAL INFORMATION: 
APPLICANT: Monsanto Technology LLC 
APPLICANT: Romano, Charles P 
APPLICANT: Bogdanova, Natalia N 

TITLE OF INVENTION: Nucleotide Sequences Encoding CrylBb Proteins for Enhanced Expression in 
TITLE. OF INVENTION : Plants 
FILE REFERENCE: 38-21(15414) 
CURRENT APPLICATION NUMBER: US/10/52 5,318 
CURRENT FILING DATE: 2005-02-23 
PRIOR APPLICATION NUMBER: 60/407,428 
PRIOR FILING DATE: 2002-08-29 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patentln version 3.1 
SEQ ID NO 5 

LENGTH: 6600 

TYPE: DNA 

ORGANISM: Artificial Sequence 
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FEATURE: 

OTHER INFORMATION: fully synthetic expression cassette 
FEATURE : 

NAME/KEY: promoter 
LOCATION: (174) . . (490) 
OTHER INFORMATION: P-CAMV 35S 
FEATURE: 
NAME/KEY: CDS 
LOCATION: (526) . . (1320) 
OTHER INFORMATION: npt.II 
FEATURE: 

NAME/KEY: transcription termination & polyadenylation sequence 
LOCATION: (1315) .. (1767) 
OTHER INFORMATION: T-AGRtu . nos3 ' 
FEATURE: 

NAME/KEY: transcription termination & polyadenylation sequence 
LOCATION: (1325) . . (1767) 
OTHER INFORMATION: T-AGRtu . nos3 ' 
FEATURE: 

NAME/KEY: promoter 
LOCATION: (1809) . . (2386) 
OTHER INFORMATION: P-FMV 
FEATURE: 

NAME/KEY: 5' untranslated leader 
LOCATION : (2407) . . (2480) 
OTHER INFORMATION: L-Os . be t aTubulin 
FEATURE: 

NAME/KEY: Intron 
LOCATION: (2498) . . (2614) 
OTHER INFORMATION: I-Os.PAL 
FEATURE: 
NAME/KEY: CDS 
LOCATION: (2644) . . (6333) 
OTHER INFORMATION: CrylBb variant 
FEATURE: 

NAME/KEY: transcription termination & polyadenylation sequence 
LOCATION: ( 6345) . . ( 658 4 ) 
OTHER INFORMATION: T-Os.LDH 
US-10-525-318-5 

Query Match 100.0%; Score 1797; DB 11; Length 6600; 

Best Local Similarity 100.0%; Pred. No. 6.5e-142; 

Matches 1797; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 60 
I I I I I I I I I I I I I 1 I 1 I ! I I I I I I I I I I I S I I I I I I I I I I I I I I I I I II I I I I I I I I I I I 
ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 2709 

AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 120 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 n n 1 1 1 1 1 1 1 

AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 27 69 

GCGGAGGTCAACAACATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGCATCAAC 180 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II 
GCGGAGGTCAACAACATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGCATCAAC 2829 

ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 2 40 
I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I 
ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 288 9 

TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 300 
I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 2 94 9 

G AGC ACGTCG AGC AGCTC ATCCGCC AGCAAGTC ACCGAGAACACCCGC AAC ACGGCC ATC 360 
I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GAGCACGTCGAGCAGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 3009 

GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 420 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 3069 

CTGGAC AACCGCAACGACGC ACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 480. 
I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
CTGGAC AACCGCAACGACGC ACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 312 9 



Qy 


l 


Db 


2650 


Qy 


61 


Db 


2710 


Qy 


121 


Db • 


2770 


Qy 


181 


Db 


2830 


Qy 


241 


Db 


2890 


Qy 


301 


Db 


2950 


Qy 


361 


Db 


3010 


Qy 


421 


Db 


3070 
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Qy 481 GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 540 

I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3130 GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 3189 

Qy 541 CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 600 

1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 > I 

Db 3190 CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 3249 

Qy 601 TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 660 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I \ I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3250 TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 3309 

Qy 661 CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 720 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I i I I I I I I I I I I I I I I I 
Db 3310 CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 3369 

Qy 721 CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG. 780 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3370 CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 3429 

Qy 781 CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 840 

I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3430 CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 3489 

Qy 841 AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 900 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I 
Db 3490 AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 3549 

Qy 901 CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 960 

I I I I I I I I t I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3550 CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 3609 

Qy 961 GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 1020 

I I I I I I I I I I I I I I I I I II I I I I I I I I I I t I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I 
Db 3610 GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 3669 

Qy 1021 TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 1080 

I I I I I I I I I I I I I \ I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I 
Db 3670 TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 3729 

Qy 1081 AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 1140 

I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 
Db 3730 AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 3789 

Qy 1141 TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 1200 

I I I II I I I I I I I I I t I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1. 1 
Db 3790 TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 3849 

Qy 1201 GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 1260 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I 
Db 3850 GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 3909 

Qy 1261 TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 1320 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I ! I I I I I I I I I I I I I i I I I I I I I I I I t 
Db 3910 TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 3969 

Qy 1321 GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 1380 

I I I I I I 1 I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I 1 I I II I I I I I I I II I I I I I I I I 
Db 3970 GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 4029 

Qy 1381 CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 1440 

I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I M I I I I I I I I I I I I I I I I 

Db 4030 CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 4089 

Qy 1441 CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 1500 

I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I 

Db 4090 CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 4149 

Qy 1501 CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 1560 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 

Db 4150 CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 4209 

Qy 1561 GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 1620 

I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 4210 GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 4269 
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Qy 1621 TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 1680 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 4270 TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 4329 

Qy 1681 CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 1740 

I I I I I I I I I I M I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I I I I I M I I I I I I I I I II 

Db 4330 CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 4389 

Qy , 1741 ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 17 97 

I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 4390 ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 4446 



RESULT 5 
• US-10-525-318-8 
; Sequence 8, Application US/10525318 
; Publication No. US20060112447A1 
; GENERAL INFORMATION: 

APPLICANT: Monsanto Technology LLC 

APPLICANT: Romano, Charles P 

APPLICANT: Bogdanova, Natalia N 

TITLE OF INVENTION: Nucleotide Sequences Encoding CrylBb Proteins for Enhanced Expression in 
; TITLE OF INVENTION: Plants 
; FILE REFERENCE: 38-21(15414) 
; CURRENT APPLICATION NUMBER: US/10/525,318 
; CURRENT FILING DATE: 2005-02-23 
; PRIOR APPLICATION NUMBER: 60/407,428 

PRIOR FILING DATE: 2002-08-29 
; NUMBER OF SEQ ID NOS : 14' 

SOFTWARE: Patentln version 3.1 
; SEQ ID -NO 8 

LENGTH: 7 000 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: fully synthetic expression cassette 
FEATURE: 

NAME/KEY: promoter 
LOCATION: (174) . . (490) 
OTHER INFORMATION: P-CAMV 35S 
FEATURE : 
NAME/KEY: CDS 
LOCATION: ( 52 6) . . ( 1320 ) 
OTHER INFORMATION: nptll 
FEATURE: 

NAME/KEY: transcription termination & polyadenylation sequence 

LOCATION: (1325) . . (1767) 

OTHER INFORMATION: T-AGRtu . nos3 ' 

FEATURE: 

NAME/KEY: promoter 
LOCATION: (1809) . . (2386) 
OTHER INFORMATION: P-FMV 
FEATURE: 
NAME/KEY: S'.UTL 

LOCATION: ( 2407 ).. (2480) ( 

OTHER INFORMATION: L-Os.betaTUB 

FEATURE: 

NAME/KEY: Intron 
LOCATION: (2498) (2614) 
OTHER INFORMATION : I-Os.PAL 
FEATURE: 

NAME/KEY: transit_peptide 
LOCATION: (2 64 4 ) . . ( 27 90 ) 
OTHER INFORMATION: TP-Zm.rbcs 
FEATURE: 

NAME/KEY: Intron 
LOCATION: (2791) . . (2953) 
OTHER INFORMATION: I-Zm.rbcs 
FEATURE: 

NAME/KEY: transi t_pept ide 
LOCATION: (2954) (3040) 
OTHER INFORMATION: TP-Zm.rbcs 
FEATURE: 
NAME/KEY: CDS 
LOCATION: (3041) . . (6730) 
; . OTHER INFORMATION: CrylBb variant 



http://es/ScoreAccessWeb/GetItem.action?App!d=10525318&seqId=09323b67802347d2... 6/28/2007 



SCORE Search Results Details for Application 10525318 and Search Result 20070605J... Page 9 of 10 



FEATURE: 

; NAME/KEY: transcription termination sequence 

LOCATION: ( 6731 ) . . ( 67 36) 
; OTHER INFORMATION : miscellaneous sequence 

FEATURE : 

NAME/KEY: polyadenylation sequence 
LOCATION: (6742) .. (6981) 
OTHER INFORMATION: T-Os.LDH 
US-10-525-318-8 



Query Match 100.0%; Score 1797; DB 11; Length 7000; 

Best Local Similarity 100.0%; Pred. No. 6.4e-142; 

Matches 1797; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


i 


ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 


60 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 I 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 




Db 


3047 


ACCTCCAACCGCAAGAACGAGAATGAGATCATCAACGCCCTGTCGATCCCCACGGTCTCG 


3106 


Qy 


61 


AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 


120 






1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I 1 ! 1 1 1 1 I 1 1 1 I 1 1 1 1 1 1 1 1 1 




Db 


3107 


AACCCGTCCACCCAAATGAACCTGTCCCCGGACGCCCGCATCGAGGACTCCCTGTGCGTC 


3166 


Qy 


121 


GCGGAGGTCAACAACATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGCATCAAC 


180 






1 1 1 1 1 1 1 1 t 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3167 


GCGGAGGTCAACAACATCGACCCCTTCGTCTCCGCCTCCACGGTCCAGACGGGCATCAAC 


3226 


Qy 


181 


ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 


240 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3227 


ATCGCTGGCCGCATCCTCGGCGTCCTGGGCGTCCCGTTCGCTGGCCAGCTGGCCTCCTTC 


3286 


Qy 


241 


TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 


300 






i i i ii 1 1 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 ii i n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3287 


TACTCCTTCCTGGTCGGGGAGCTGTGGCCCTCCGGTCGCGACCCCTGGGAGATCTTCCTG 


3346 


Qy 


301 


GAGCACGTCGAGCAGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 


360 






1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 




Db 


3347 


GAGCACGTCGAGCAGCTCATCCGCCAGCAAGTCACCGAGAACACCCGCAACACGGCCATC 


3406 


Qy 


361 


GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 


420 






1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3407 


GCCCGCCTGGAGGGCCTGGGCCGTGGCTACCGCTCCTACCAGCAGGCCCTGGAGACCTGG 


3466 


Qy 


421 


CTGGACAACCGCAACGACGCACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 


480 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3467 


CTGGACAACCGCAACGACGCACGCTCCCGCTCCATCATCCTGGAGCGCTACGTGGCGCTG 


3526 


Qy 


481 


GAGCTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 


540 






1 1 1 1 1 1 1 1 «l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3527 


GAGGTGGACATCACCACCGCCATCCCGCTCTTCCGCATCCGCAATGAAGAGGTGCCCCTG 


3586 


Qy 


541 


CTCATGGTCTACGCCCAGGCTGCCAACCTGCACCTGCTCCTGCTTCGCGATGCATCCCTG 


600 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




nh 


J JO ' 


ctc a T^ftTPT a rr,rr r a r, r,r*vr,r r a ever Arr r rczr i vrrTc:r tvc err a tpp a tp rr tp 


J D H O 


Qy 


601 


TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 


660 






1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


3647 


TTCGGCTCCGAGTGGGGCATGGCCTCGTCCGACGTCAACCAGTACTATCAGGAGCAGATC 


3706 


Qy 


661 


CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 


720 






1 1 II 1 I 1 II 1 1 1 1 1 1 1 ! 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 




Db 


3707 


CGCTACACCGAGGAGTACTCCAACCACTGCGTCCAGTGGTACAACACCGGCCTCAACAAC 


3766 


Qy 


721 


CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 


780 






II 1 1 1 1 1 1 1 1 1 1 1 M 1 1 I 1 II 1 1 1 1 1 1 1 1 I II I 1 I 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


3767 


CTGCGCGGCACGAACGCTGAGTCCTGGCTGCGCTACAACCAGTTCCGCCGCGACCTGACG 


3826 


Qy 


781 


CTGGGCGTCCTGGACCTGGTCGGCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 


840 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3827 


CTGGGCGTCCTGGACCTGGTCGCCCTCTTCCCCTCCTACGACACCCGCACCTACCCCATC 


3886 


Qy 


841 


AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 


900 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3887 


AACACGTCCGCCCAGCTGACCCGCGAGATCTACACCGACCCCATCGGCCGCACCAACGCT 


3946 


Qy 


901 


CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGCCCCGTCGTTCTCCGCCATC 


960 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
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Db 


.394 / 


CCCTCCGGCTTCGCGTCCACGAACTGGTTCAACAACAATGC 


4006 


Qy 


961 


GAGGCTGCGATCTTCCGCCCACCGCACCTCCTGGACTTCCCCGAGCAGCTGACCATCTAC 


1020 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 I 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




UD 




bAbbb 1 bbbAl b I I bbbbbbAbbbbAbb i. bb I bbAb 1 1 bbCbbAbbAbbTbAbbATbTAC 


4Ubo 


Qy 


1021 


TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCCTC 


1.080 






1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


A Pi C ^ 

4Ub7 


TCCGCCTCGTCCCGCTGGTCGTCCACCCAGCACATGAACTACTGGGTGGGCCACCGCC 


412 6 


Qy 


1081 


AACTTCAGGCCCATCGGTGGCACCCTGAACACCTCCACCCAGGGCCTGACCAACAACACC 


1140 






1 1 1 1 II 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 




UD 


A 1' O T 


AAb J. 1 bAbbbbbA I bbb I bbbAbbb 1 bAAbAbb Tbb AbbbAbbbbb ibAbbAAbAAbACC 


4 lo b 


Qy 


1141 


TCCATCAACCCCGTCACCCTCCAGTTCACGTCCCGCGACGTCTACCGCACCGAGTCCAAC 


1200 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 




nx 


ill QT 


1 bbAl bAAbbbbbl bAbbb 1 bbAbl I bAbb 1 bbbbbbAbb I b 1 AbbbbAbbbAb I bbAAb 


AO A C 


Qy 


1201 


GCCGGCACCAACATCCTCTTCACGACCCCGGTCAACGGCGTCCCCTGGGCTCGCTTCAAC 


1260 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


42 47 


GCCGGCACCAACATCCTCTTCACGACbCCGGTCAACG 


4306 


Qy 


1261 


TTCATCAACCCGCAGAACATCTACGAGCGTGGTGCGACCACCTACTCCCAGCCGTACCAG 


1320 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 




UD 


4 / 


TTCATCAACCCGCAGAACATCTACGAGbGTGGTGbGACbACCTACTCbbAGCbGTACCAG 


4 366 


Qy 


1321 


GGCGTCGGCATCCAGCTCTTCGACTCCGAGACCGAGCTGCCACCCGAGACGACCGAGCGT 


1380 






1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




nK 
UD 


a o c ^ 
4 JO / 


bbbb J. bbbbAl bbAbb I b I I bbAb rbbbAbAbbGAbCTGbCAbbCbAGACbACCGAGbGT 


A A 1 C 

44<>b 


Qy 


1381 


CCCAACTACGAGTCCTACTCCCACCGCCTGTCCCACATCGGCCTGATCATCGGCAACACC 


1440 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




nK 
UD 


A a on 


bbbAAblAbbAblbblAblbbbAbbbbblblbbbAbAibbbbb IbAIbAlbbbbAAbAbb 


A A Q C 

4 4 o b 


Qy 


1441 


CTCAGGGCTCCCGTCTACTCCTGGACGCACCGCTCCGCGGACCGCACGAACACGATCGGT 


1500 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 i 1 1 1 1 1 




nK 

UD 


A A Q 1 


L i LALjUbb lbLLblbl AL 1 Lb 1 bbALbb ALbbb 1 bbbbbb ALbbb AL.bAAL.Ak-b A X Lbb i 


A C. A C 
H D H b 


Qy 


1501 


CCCAACCGCATCACCCAGATCCCCCTGGTCAAGGCCCTCAACCTGCACTCCGGCGTCACC 


1560 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 II 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




PiK 

UD 


A C A 1 

4S4 / 


CbCAACbGCATCACCCAGATCCCbCTGGTCAAGGbCCTCAAbCTGCACTC 


A C A C 

4 bOb 


Qy 


1561 


GTCGTGGGTGGCCCAGGCTTCACCGGTGGCGACATCCTGCGCAGGACCAACACGGGCACC 


1620 






1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 




Db 


a c m 
4 bU / 


GTCGTGGGTGGCCbAGGCTTCACCGGTGGCGACATCCTGCGCAGGAbCAACACGGGCACC 


A c c c 

4 666 


Qy 


1621 


TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 


1680 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 i II 1 1 1 1 




nK 
UD 




TTCGGCGACATCCGCCTCAACATCAACGTCCCGCTGTCCCAGCGCTACCGCGTCCGCATC 


4726 


Qy 


1 bo I 


CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 


1740 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 




Db 


4727 


CGCTACGCCTCCACGACCGACCTCCAGTTCTTCACGCGCATCAACGGCACCACGGTCAAC 


4786 


Qy 


1741 


ATCGGCAACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 17 97 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 




Db 


4787 


ATCGGC AACTTCTCCCGCACCATGAACAGGGGCGACAACCTGGAGTACCGCTCCTTC 4843 



< ! — EndFragment — > 



http://es/ScoreAccessWeb/GetItem.action?AppId=10525318&seqId=09323b67802347d2... 6/28/2007 



